
Floral Genetics
How shared genes lead to a world of flowers

Even though �owers like grasses, roses, and orchids
look completely di�erent, they often use the same
core genetic instructions.

There is vast diversity in �ower structures
from grasses and daisies to roses and orchids.
While they may look very different, their development is
guided by similar sets of genes. Small changes to genes
that control development can result in big changes in morphology.
For example, the so-called 'B-class' genes are essential for stamen and
petal development in the model system Arabidopsis thaliana (arabidopsis)
and the grass Zea mays (maize or corn), even though the stamens and
petals look really different between the two species. 

We work to understand how conserved genes and molecules act in
development to produce vastly different floral forms.
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- Behavioural Ecology

How do the same genes make
so many kinds of �owers? 
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Grass petals (called 'lodicules')
have a mechanical rather than
attractive function 
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